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Genomic diagnosis has been rapidly developing with the advancement of next-generation

sequencing. Among them, we focus attention on whole genome sequencing and data analysis,

which would be the essential technology for genomic diagnosis in the near future. We explain

whole genome analysis for detecting cancer-related mutation and show the analysis case example

using our software GenomedJack.
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Experiment SRX327331
Organism Homo sapiens
Source Genomic

Selection PCR

Layout Paired

Platform Iumina HiSeq 2000
Spot length 200

Read number 1,457,955,574

Total bases 291,591,114,700
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