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The Next-generation Plant Science Revealed by the Omics Approaches and High-throughput DNA Sequencing Technologies
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According to the recent breakthrough in experimental molecular biology, new fashions for

research project, in terms of broad life sciences, have been established. Here | summarize the

Omics Approaches and High-throughput DNA Sequencing Technologies, and introduce a couple of
my research outcomes achieved by taking advantage of these technologies.
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Soybean omics under flooding stress
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