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PowerGene . a gene-based database linked directly to DNA Microarray probes
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Gene expression analysis using DNA microarray technology has been a fundamental part of
molecular biology research, and then a basic process of computational analysis for expression data
has been being established. However, broad range of expertise of probes, about transcription and
translation product, is necessary to find out what biological rules lie at the specific expression
patterns. Therefore, most of researchers should search various databases such as genome, gene,
protein, and pathway. In order to solve this problem we developed PowerGene database which
provides various kinds of information about genes to which are linked probes. PowerGene database
also provides latest information by automatic task, and can be access via the web interface.
Additionally, we expanded PowerGene into an automated annotation function and a mining program
as effective applications.
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